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Figure! 

# Aligned^sequences: 2 - ^ 

'# Is PcantfS? . • 

•# 2: Pcan057vl 

# Matrix J EDNAFULL 

•# Gapjpenalty: 100 «0 . \ . * . 

#*Extend_penalty; Q*t^' ' • ■ *- 

PcanO 57 1 aaac ttcatcaaggtacntaaggt tgtaaggtt c tcggggggtagcggct 

PcanOSTvl . 1 * 

PcanO 57 51 tgcacacctcttgaagggcttcarccgggcccctggctccttcaggctgg 

Pcan057vl 1 

Pcan057 101 ctgccttnatccgcttatccaatgattggataacggatgaggggagtctg 

PcanO 57 vl 1 

PcanO 57 151 ggtgccaggtgctttgcccgcatggcccatttcagtcacgctgcagtcct 

Pcan057vl 1 

PcanO 57 201 gtcaggaaaaaatcagtgttattctcattctacatatgagaaaactgagg 

PcanO 57 vl 1 

Pcan057 251 cttgcagatataagggccaaaagttacacagctagtgagtgatggggctg 

PcanO 57 vl 1 

PcanO 57 301 agtttcagactccacagtctcttaaccaccaagcagcatgcccagagtag 

PcanO 57 vl 1 

Pcan057 351 aggtgagaaggaaggagagagctgcggtccacatgagcatctggacctag 

PcanO 57 vl 1 

PcanO 57 401 catggacaactcactcctccctggctctcgctttgttcttgttgcgggtg 

PcanO 57 vl 1 

Pcan057 451 tggtggtggtgggactcaaagacggtaaagatagctttctctcctccctg 

PcanO 57 vl 1 

PcanO 57 501 gggaatctgggggttgtttaaaaggcctgctcctcttttagaaggcagga 

PcanO 57 vl 1 
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. * Figure 1 Continued . ' ' ^ 

PcaziP5<7 551 gggccccaagggaagcagaaggtgacagaaggg^gaaagggtccrctga:^ 6;00 

Pcan057^ 60l attgctc . 607 

Pcan057vl 1 aattctcgagctcgtcgaccggtcgacgagctcgagggtcgacgagctcg 50 

Pcan057 608 - 607 

Pcan057vl 51 agggcgcgcgcccggcccccacccctcgcagcaccccgcgccccgcgccc 100 

Pcan057 608 - - - 607 

Pcan057vl 101 tcccagccgggtccagccggagccatggggccggagccgcagtgagcacc 150 

Pcan057 608 607 

Pcan057vl 151 atggagctggcggccttgtgccgctgggggctcctcctcgccctcttgcc 200 

Pcan057 608 - 607 

Pcaxi057vl 201 ccccggagccgcgagcacccaagtgtgcaccggcacagacatgaagctgc 250 

Pcan057 608 607 

Pcan057vl , 251 ggctccctgccagtcccgagacccacctggacatgctccgccacctctac 300 

Pcan057 608 -- - - 607 

Pcan057vl 301 cagggctgccaggtggtgcagggaaacctggaactcacctacctgcccac 350 

Pcan057 608 607 

Pcazi057vl 351 caatgccagcctgtccttcctgcaggatatccaggaggtgcagggctacg 400 

Pcan057 608 - 607 

Pc8in057vl 401 tgctcatcgctcacaaccaagtgaggcaggtcccactgcagaggctgcgg 450 

Pcan057 608 607 

Pcam0 57vl 451 attgtgcgaggcacccagctctttgaggacaactatgccctggccgtgct 500 

Pcan057 608 607 

Pcan057vl 501 agacaatggagacccgctgaacaataccacccctgtcacaggggcctccc 550 
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Figure 1 Cbiitinued 



PcanOST 



Pcan057vl 



PcanOB? 



608 . accccacagagatc t tgaaa 

. . ■ . . ^. .lY'-ill'llllTlllillll 

51 ^saggaggcctgcg^agctgcagcttcgaagcctcacagagatcttgaaa 



Pcan057 

Pcan057vl 

Pcan057 

Pcan057vl 

Pcan057 

Pcan057vl 

Pcan057 

Pcan057vl 

Pcan057 

Pcan057vl 

Pcan057 

Pcan057vl 

Pcaii057 

PcanD57vl 

Pcan057 

Pcan057vl 

Pcan057 

Pcan057vl 

Pcan057 

Piean057vl 

Pcan057 

Pcan057vl 



6,27 
600 
677 



628 ggaggggtcttgatccagcggaacccccagctctgctaccaggacacgat 

• iiriiiirTiiriijiririiiiiiM . 

PcanOS7vl 601 ggaggggtcttgatccagpggaacccccagctctgct:accaggacacgat 650 



678 tttgtggaaggacatcttccacaagaacaaccagctggctctcacactga 727 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

651 tttgtggaaggacatcttccacaagaacaaccagctggctctcacactga 700 

72 8 tagacaccaaccgctctcgggcctgccacccctgttctccgatgtgtaag 777 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

701 tagacaccaaccgctctcgggcctgccacccctgttctccgatgtgtaag • 750 

778 ggctcccgctgctggggagagagttctgaggattgtcagagcctgacgcg 827 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii.iii 

751 ggctcccgctgctggggagagagttctgaggattgtcagagcctgacgcg 800 

828 cactgtctgtgccggtggctgtgcccgctgcaaggggccactgcccactg 877 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiniMiiiii 

801 cactgtctgtgccggtggctgtgcccgctgcaaggggccactgcccactg 850 

878 actgctgccatgagcagtgtgctgccggctgcacgggccccaagcactct 927 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

851 actgctgccatgagcagtgtgctgccggctgcacgggccccaagcactct 900 

928 gactgcctggcctgcctccacttcaaccacagtggcatctgtgagctgca 977 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

901 gactgcctggcctgcctccacttcaaccacagtggcatctgtgagctgca 950 

978 ct:gcccagccctggtcacctacaacacagacacgtttgagtccatgccca 1027 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

951 ctgcccagccctggtcacctacaacacagacacgtttgagtccatgccca 1000 

1028 atcccgagggccggtatacattcggcgccagctgtgtgactgcctgtccc 1077 

iiiiiiiiiiiiii.iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

1001 atcccgagggccggtatacattcggcgccagctgtgtgactgcctgtccc 1050 

1078 tacaactacctttctacggacgtgggatcctgcaccctcgtctgccccct 1127 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

1051 tacaactacctttctacggacgtgggatcctgcaccctcgtctgccccct 1100 

1128 gcacaaccaagaggtgacagcagaggatggaacacagcggtgtgagaagt 1177 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiitiiiiiiiiiiiiii 

1101 gcacaaccaagaggtgacagcagaggatggaacacagcggtgtgagaagt 1150 

117 8 gcagcaagccctgtgcccgagtgtgctatggtctgggcatggagcacttg 1227 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

1151 gcagcaagccctgtgcccgagtgtgctatggtctgggcatggagcacttg 1200 
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£^can057 


1228 ^ cgagaggtgagggcagttaccagtgccaatatccaggagtttgctggctg 

I'lTijiiriMiiMiiiirHiinirMO 

1201 cgagaggtgagggcagttaccagtgccaatatccaggagtttgctggctg 


1277 


Pcan057vl 


1250 


Pcan057 
Pcan057vl 


1278 caagaagatctttgggagcctggcatttctgccggagagctttgatgggg 

- . JllMllllllllllllllltlllll.ll.lllllllMIIIJIIIIJirM 

1261 caagaagatctttgggagcctggcatttctgccggagagctttgatgggg 


1327 
1300 


Pcan057 


1328 acccagcctccaacactgccccgctccagccagagcagctccaagtgttt 

1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

1301 acccagcctccaacactgccccgctccagccagagcagctccaagtgttt 


1377 


Pcan057vl 


1350 


Pcan057 
Pcan057vl 


1378 gagactctggaagagatcacaggttacctatacatctcagcatggccgga 

MMIIMIIilMMIIIIIIIIIIIIMIIIIIIIIMMIIIMMi 

1351 gagactctggaagagatcacaggttacctatacatctcagcatggccgga 


1427 
1400 


Pcan057 
Pcan057vl 


142 8 cagcc tgcctgacc tcagcgtc ttccagaacc tgcaagtaatccggggac 

IIIIIIIIIIIMIIIIIIIMIMIIIIIIIIIIIIIIIIIIIMMII 

1401 cagcctgcctgacctcagcgtcttccagaacctgcaagtaatccggggac 


1477 
1450 


PciBtn057 


1478 gaattctgcacaatggcgcctactcgctgaccctgcaagggctgggcatc 

MilllllllllilllillllllllllllMIIIMIIIIilllMIIII 

1451 gaattctgcacaatggcgcctactcgctgaccctgcaagggctgggcatc 


1527 


Pcan057vl 


1500 


Pcan057 
Pcan057vl 


1528 agctggctggggctgcgctcactgagggaactgggcagtggactggccct 

i M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M M 1 1 M 1 M 1 1 M 1 1 1 1 1 1 1 1 M 1 M 1 i 1 1 

1501 agctggctggggctgcgctcactgagggaactgggcagtggact:ggccct 


1577 
1550 


Pcan057 


1578 catccaccataacacccacctctgcttcgtgcacacggtgccctgggacc 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

1551 catccaccataacacccaccfcctgcttegtgcacacggtgccctgggacc 


1627 


Pcan057vl 


1600 


Pcan057 


1628 agctctttcggaaeccgcaccaagctctgctccacactgccaaccggcca 

1 Mi Mil 1 Mill Mil Mini MM lllll nil II MM Mil III 

1601 agctctttcggaacccgcaccaagctctgctccacactgccaaccggcca 


1677 


Pcan057vl 


1650 


Pcan057 


1 1 1 1 1 1 1 1 1 1 1 1 


1689 


Pcan057vl 


iiiiiiittiit 

1651 gaggacgagtgtggtaagacagggagcccagtgtgcgcactccccatctg 


1700 


Pcan057 




1689 


Pcan057vl 


1701 ccagcacacagcagtgcccagggggccctggcagcagcgttcttggactt 


1750 


Pcan057 




1689 


Pcan057vl 


1751 gtgcagactgcccgtctctgtgcacccttcttgactcagcacagctctgg 


1800 


Pcan057 




1689 
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Pcan057vl 


1801 


ctggcttggcctcJttggcatggcttct'Ctagctgggtcctacctgccttg 


1850 


Pcan057 


1690 




1689 


Pca3i057vl 


1851 


g<;atccttccctccccctctgtttctgaaatctcagaactcttcctctcc 


1900 


^can057 


1690 




1689 


Pcaii057vl 


1901 


ctacatcggccccacctgtccccacccctccagcccacagccatgcccac 


1950 


Pcan057 


1690 




1689 


Pcazi057vl 


1951 


agccagttccctggttcacttggacctggggcctcccctaaaagtcccct 


2000 


Pcan057 


1690. 


1 1 -1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

1 1 1 1 1 1 1 1 1 1 M 1 M M 1 1 1 1 1 1 1 1 1 1 


1716 


Pcan057vl 


2001 


gcggtcccttcctcctcactgcagtgggcgagggcctggcctgccaccag 


2050 


Pcan057 


1717 


ctgtgcgcccgagggcactgctggggtccagggcccacccagtgtgtcaa 

1 1 1 1 1 1 1 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 t 1 1 1 1 1 

M 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 M M 1 1 1 1 1 1 1 M M M 1 1 1 1 M 1 M 1 1 1 M 1 

ctgtgcgcccgagggcactgctggggtccagggcccacccagtgtgtcaa 


1766 


Pcan057vl 


2051 


2100 


Pcan057 


1767 


ctgcagccagttccttcggggccaggagtgcgtggaggaatgccgagtac 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t i 1 1 1 1 1 1 1 1 1 1 1 

1 1 1 1 1 1 1 1 M 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 M 1 M 1 1 1 M 1 M 

ctgcagccagttccttcggggccaggagtgcgtggaggaatgccgagtac 


1816 


Pcan057vl 


2101 


2150 


Pcan057 
Pcan057vl 


1817 
2151 


tgcaggggctccccagggagtatgtgaatgccaggcactgtttgccgtgc 

I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 t 1 1 1 1 1 1 1 1 1 1 1 

I I 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 M 1 1 1 M 1 1 M 1 M 1 M 1 M 1 1 1 1 1 M M 1 1 

tgcaggggctccccagggagtatgtgaatgccaggcactgtttgccgtgc 


1866 
2200 


Pcan057 
Pcan057vl 


1867 
2201 


caccctgagtgtcagccccagaatggctcagtgacctgttittggaccgga 

I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 M M M M 1 1 1 M 1 1 1 M M 

caccctgagtgtcagccccagaatggctcagtgacctgttttggaccgga 


1916 
2250 


Pcan057 


1917 


ggctgaccagtgtgtggcctgtgcccactataaggaccctcccttctgcg 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

ggctgaccagtgtgtggcctgtgcccactataaggaccctcccttctgcg 


1966 


Pcan057vl 


2251 


2300 


Pcan057 
Pcan057vl 


1967 
2301 


tggcccgctgccccagcggtgtgaaacctgacctctcctacatgcccatc 

IIIIMMIIIilllllllllllMIIIIIIIIIIIIIIIIIIIIIIIM 

tggcccgctgccccagcggtgtgaaacctgacctctcc^acatgcccatc 


2016 
2350 


Pcan057 


2017 


tggaagtttccagatgaggagggcgcatgccagccttgccccatcaactg 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

tggaagtttccagatgaggagggcgcatgccagccttgccccatcaactg 


2066 


Pcan057vl 


2351 


2400 



Pcan057 



Pcan057vl 



2067 cacccactcctgtgtggacctggatgacaagggctgccccgccgagcaga 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

2401 cacccactcctgtgtggacctggatgacaagggctgccccgccgagcaga 



2116 
2450 
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Figure 1 Continued 



Pcan057. 


2117 


Pcan057yl. 


2451 


Pcan057 ^ 


2167 


Pcan0.57vl 


2501 


Pcan057 


2217 


Pcan057vl 


2551 


Pcan057 


2267 


Pcan057vl 


2601 


Pcan057 


2317 


Pcan057vl 


2651 


Pcaii057 


2367 


Pcan057vl 


2701 


Pcan057 


2417 


Pcan057vl 


2751 


Pcan057 


2467 


Pcan057vl 


2801 


Pcan057 


2517 


Pcan057vl 


2851 


Pcazxo57 


O C £ T 

29D7 


Pcan057vl 


2901 


Pcan057 


2617 


Pcan057v 


2951 


Pcan057 


2667 


Pcan057vl 


3001 



11:1 



riM 



c?tctc 



II 



II 



II 



n 



ijiiiifTi 



III 



gaagatccggaagtacacgatgcggagactgctgcaggaaacggagctgg 

1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 II II 1 1 II I II II II II 1 1 1 II 1 1 1 1 II 1 1 M II 

gaagatccggaagtacacgatgcggagactgctgcaggaaacggagctgg 
tggagccgctgacacctagcggagcgatgcccaaccaggcgcagatgcgg 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

tggagccgctgacacctagcggagcgatgcccaaccaggcgcagatgcgg 



iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 



ttttggcacagtctacaagggcatctggatccctgatggggagaatgtga 

lllllllllllllllllllllllllllll Mill lllllllllllll III 

ttttggcacagtctacaagggcatctggatccctgatggggagaatgtga 
aaattccagtggccatcaaagtgttgagggaaaacacatcccccaaagcc 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

aaattccagtggccatcaaagtgttgagggaaaacacatcccccaaagcc 
aacaaagaaatcttagacgaagcatacgtgatggctggtgtgggctcccc 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIMII 

aacaaagaaatcttagacgaagcatacgtgatggctggtgtgggctcccc 
atatgtctcccgccttctgggcatctgcctgacatccacggtgcagctgg 

III lllllllllllllllllllllllllllll MM II Mill Mini 

atatgtctcccgccttctgggcatctgcctgacatccacggtgcagctgg 
tgacacagcttatgccctatggctgcctcttagaccatgtccgggaaaac 

IMMMMMMIMMIMIMIMMIMMMMMMIIIIIIM 

tgacacagcttatgccctatggctgcctcttagaccatgtccgggaaaac 



iiiiiiiiiiiiiiiiiiiitiiiiiiiiiiiiiiiiiiiiiiiiiiiii 



caaggggatgagctacctggaggatgtgcggctcgtacacagggacttgg 

IIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIM 

caaggggatgagctacctggaggatgtgcggctcgtacacagggacttgg 



2166 

2500 ' 

2216 

2550 

2266 

2600 

2316 

2650 

2366 

2700 

2416 

2750 

2466 
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2516 

2850 

2566 
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2616 

2950 

2666 
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2716 
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Figure 1 Continued 



IN 



,Pcaji057 


2717 


Pcan057vl 


3051 


Pcan057 


2767 


Pcan057vl 


3101 


Pcan057 


2817 


Pcan057vl 


3151 


Pcan057 


2867 


Pcan057vl 


3201 


Pcan057 


2917 


Pcan057vl 


3251 


Pcazi057 


2967 


Pcan057vl 


3301 


Pcan057 


3017 


Pcan057vl 


3351 


Pcan057 


3067 


Pcan057vX 


3401 


Pcan057 


3117 


Pcan057vl 


3451 


Pcan057 


3167 


Pcan057vl 


3501 


Pcan057 


3217 


Pcan057vl 


3551 


Pean057 


3267 


Pcan057vl 


3601 


Pcan057 


3317 


Pcan057vl 


3651 



ccgctcggaacgtgctggtcaagagtcccaaccatgtcaaaattacagac 

iiiriiiiijirijiliiiiiiiiiiiiiiiiiMiiiiiiiiiiiiiij 



ttcgggctggctcggctgctggacattgacgagacagagtac^tgcaga 

iiiiiiiiiiiiiiiiiiiiiiiiijiiiiiiriiHiiiiiiiiiiiii 

ttcgggctggctcggctgctggacattgacgagacagagtaccatgcaga 



iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 



ggcggttcacccaccagagtgatgtgtggagttatggtgtgactgtgtgg 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

ggcggttcacccaccagagtgatgtgtggagttatggtgtgactgtgtgg 
gagctgatgacttttggggccaaaccttacgatgggatcccagcccggga 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

gagctgatgacttttggggccaaaccttacgatgggatcccagcecggga 
gatccctgacctgctggaaaagggggagcggctgccccagccccccatct 

IIMIIIIIIIIIIIIillllllllllllllllllllllllllllillll 

gatccctgacctgctggaaaagggggagcggctgccccagccccccatct 



nil 



II 



iiiiiiiiiiiiiiiiiiiiiiiitiiiiii 



gaatgtcggccaagattccgggagttggtgtctgaattctcccgcatggc 

IIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIMIIIIIIIIIIIIIII 

gaatgtcggccaagattccgggagttggtgt:ctgaattctcccgcatggc 
cagggacccccagcgctttgtggtcatccagaatgaggacttgggcccag 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

cagggacccccagcgctttgtggtcatccagaatgaggacttgggcccag 



IIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIillllllllll 



atgggggacctggtggatgctgaggagtatctggtaccccagcagggctt 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

atgggggacctggtggatgctgaggagtatctggtaccccagcagggctt 
cttctgtccagaccctgccccgggcgctgggggcatggtccaccacaggc 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

cttctgtccagaccctgccccgggcgctgggggcatggtccaccacaggc 
accgcagctcatctaccaggagtggcggtggggacctgacactagggctg 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

accgcagctcatctaccaggagtggcggtggggacctgacactagggctg 



2766 

3100 

2816 

3150 

2866 

3200 

2916 

3250 

2966 

3300 

3016 

3350 

3066 

3400 

3116 

3450 

3166 

3500 
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3266 
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Figure 1 Continued 



Pcan057 



Pcan057vl 



Pcan057 



3367 gagccctctgaagaggaggcccccaggtctccactggcaccctccgaagg 

llllllljJIUJIIjlliJIIIIIIirilllJIilllMIIMilllil 

37<dl gagccctctgaagaggaggcccccaggtctccactggcaccctccgaagg 



jcni^ggct&gatgtatttgatggtgacctgggaatgggggcagccaagg 

inTi'"" 



3417 gs 

iiiiniiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

PcanO 57vl 3751 ggctggctccgatgtatttgatggtgacctgggaatgggggcagccaagg 



Pcan057 



3467 



ggctgcaaagcctccccacacatgaccccagccctctacagcggtacagt 

iiiiiiiiiniiiiiiiiiiiiiiiiMi-i.iiMiiiiiiiiiiiiiii 

PcanO 57vl 3801 ggctgcaaagcctccccacacatgaccccagccctctacagcggtacagt 
PcanO 57 3517 gaggaccccacagtacccctgccctctgagactgatggctacgttgcccc 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

PcanO 57 vl 3851 gaggaccccacagtacccctgccctctgagactgatggctacgttgcccc 
Pcan057 3567 cctgacctgcagcccccagcctgaatatgtgaaccagccagatgttcggc 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

PcanO 57vl 3901 cctgacctgcagcccccagcctgaatatgtgaaccagccagatgttcggc 
PcanO 57 3617 cccagcccccttcgccccgagagggccctctgcctgctgcccgacctgct 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

PcanO 57 vl 3951 cccagcccccttcgccccgagagggccctctgcctgctgcccgacctgct 
PcanO 57 3667 ggtgccactctggaaagggccaagactctctccccagggaagaatggggt 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

Pcan057vl 4001 ggtgccactctggaaagggccaagactctctccccagggaagaatggggt 
PcanO 57 3717 cgtcaaagacgtttttgcctttgggggtgccgtggagaaccccgagtact 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

PcanO 57vl 4051 cgtcaaagacgtttttgcctttgggggtgccgtggagaaccccgagtact 
Pcan057 3767 tgacaccccagggaggagctgcccctcagccccaccctcctcctgccttc 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

Pcem057vl 4101 tgacaccccagggaggagctgcccctcagccccaccctcctcctgccttc 
PcanO 57 3817 agcccagccttcgacaacctctattactgggaccaggacccaccagagcg 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

PcanO 57vl 4151 agcccagccttcgacaacctctattactgggaccaggacccaccagagcg 
PcanO 57 3867 gggggctccacccagcaccttcaaagggacacctacggcagagaacccag 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

Pcan057vl 4201 gggggctccacccagcaccttcaaagggacacctacggcagagaacccag 
Pcan057 3917 agtacctgggtctggacgtgccagtgtgaaccagaaggccaagtccgcag 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

PcanO 57 vl 4251 agtacctgggtc tggacgtgccagtgtgaaccagaaggccaagtccgcag 
PcanO 57 3967 aagccctgatgtgtcctcagggagcagggaaggcctgacttctgctggca 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

PcanO 57 vl 4301 aagccctgatgtgtcctcagggagcagggaaggcctgacttctgctggca 



3416 
3750 
3466 
3800 
3516 
3850 
3566 
3900 
3616 
3950 
3666 
4000 
3716 
4050 
3766 
4100 
3816 
4150 
3866 
4200 
3916 
4250 
3966 
4300 
4016 
4350 
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2.2. 



Pcan057 


4017 


Pc€ai057vl 


4351 


PcanO.57 


4067 


Pcan057vl 


4401 


Pcan657 


4117 


Pcan057vl 


4451 


Pcan057 


4167 


Pcan057vl 


4501 


Pcan057 


4217 


Pcan057vl 


4551 


Pcan057 


4267 


Pcan057vl 


4601 


Pcan057 


4317 


Pcan057vl 


4651 


ircazxud / 


4 J o / 


Pcan057vl 


4701 


Pcan057 


4417 


Pcan057vl 


4751 


Pcan057 


4467 


Pcan057vl 


4801 



tcaagaggtgggagggccctccgaccacttccaggggaaoctgccatgcc 4066 

i.iiiiiJiiiiiijiihiniiiijTiiiiMriiriiiMiiiiiri! . 

t:caagaggtgggagggccct:ccgaccacttccaggggaacctgccatgcc 4400 

aggaacctgtcctaaggaaccttcct^cctgcttgagttcccagatggct 4116 

Mill L1 II III iiiiiiiii'iii III iiii Mill iiiiii III III ri 

aggaacctgtcctaaggaaccttccttcctgcttgagttcccagatggct 4450 

ggaaggggtccagcctcgttggaagaggaacagcactggggagtctt:tgt 4166 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

ggaaggggtccagcctcgttggaagaggaacagcactggggagtctttgt 4500 

ggattctgaggccctgcccaatgagactctagggtccagtggatgccaca 4216 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

ggattctgaggccctgcccaatgagactctagggtccagtggatgccaca 4550 

gcccagcttggccctttccttccagatcctgggtactgaaagccttaggg 4266 

1 1 1 II 1 1 1 i 1 1 1 1 1 1 1 1 11 1 11 1 II 1 1 1 II 1 1 1 II II I II 1 1 1 II 1 1 1 i I 

gcccagcttggccctttccttccagatcctgggtactgaaagccttaggg 4600 

aagctggcctgagaggggaagcggccctaagggagtgtctaagaacaaaa 4316 

IIIIIIIIIIIIIIIIIIIIMIMIIIIIIIIIIIIIIIIIIIIIIIII 

aagctggcctgagaggggaagcggccG taagggagt:gtctaagaacaaaa 4650 

gcgacccattcagagactgtccctgaaacctagtactgccccccatgagg 4366 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

gcgacccattcagagactgtccctgaaacctagtactgccccccatgagg 4700 

aaggaacagcaatggtgtcagtatccaggctttgtacagagtgcttttct 4416 

IIIIIIIIIIIIIIIMIIIllllllllllllllllllllllllllllll 

aaggaacagcaatggtgtcagtatccaggctttgtacagagtgcttttct 4750 

gtttagtttttactttttttgttttgtttttttaaagatgaaataaagac 4466 

lllllillllllllllllllllllllllllllllllllllllMIIIIII 

gtttagtttttactttttttgttttgtttttttaaagatgaaataaagac 4800 

ccagggggagaatgggtgttgtatggggaggcaagtgtggggggtccttc 4516 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

ccagggggagaatgggtgttgtatggggaggcaagtgtggggggtccttc 4850 



Pcan057 



Pcan057vl 



4517 
4851 



tccacacccact.ttgtccatttgcaaatatat:tttggaaaaca 4559 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

tccacacccactttgtccatttgcaaatatattttggaaaaca 4893 



wo 2004/092338 PCT/US2004/011104 

Figure 2 ' 

# jCligned^sequences ; 2 

#^l:^Pcan057.aa * - . 

^ # 2 1 Pcan057vl.aa ' * ' . 

# Matrix: BBLOSUM62 ' ^ 
r> # Gap_penalty: lOO.O 

"-^^ # Extend^poaalty: 0,01 

Pcan057.aa 1 0 

Pcan057vl.aa 1 MEIJUOiCRWGLLIJUiLPPGiU^STQVCTGTDMKLRLPASPETHLDMLRKLY 50 

Pcan057.aa 1 0 

PcanO 57 vl . aa 51 QGCQWQGNLELTYLPTMASLSPLQDIQEVQGYVLIAHNQVRQVPLQRLR 10 0 

PcaaO 57 . aa 1 MGLSFRLHSLLTTKQ 15 



Pcaxi057vl.aa 101 IVRGTQLFEDNYALAVLDNGDPLNNTTPVTGASPGGLRELQLRSL 145 

Pcan057.aa 16 HAQSRGEKEGESCGPHEHIJDIiAWTTKSSLALALFLLRVWWWWDSKTVKIA 65 

PcaaO 57 vl.aa 146 - 145 

PcanO 57. aa 66 FSPPWGIWGLFXRPAPX.LEGRRAPREAEGDRRGKGPLI1AHPTEILKGGV 115 

llllllll 

PcanO 57vl.aa 146 - TEILKGGV 153 

Pcan057.aa 116 LIQRNPQLCY.QDTILWKDIFHKKNQLALTLIDTNRSRACHPCSPMCKGSR 165 

lllllllllllllllllllilllltlillllMllllllllllllltill 

Pcan057vl.aa 154 LIQRNPQIiCYQDTILWKDXFHKNNQLALTLIDTNRSRACHPCSPMCKGSR 203 
Pcan057.aa 166 CWGESSEDCQSLTRTVCAGGCARCKGPLPTDCCHEQCAAGCTGPKHSDCL 215 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 n I I 

Pcan057vl.aa 204 CWGESSEDCQSLTRTVCAGGCARCKGPLPTDCCHEQCAAGCTGPKHSDCL 253 
PcanO 5 7. aa 216 ACLHFNHSGICELHCPALVTYNTDTFESMPNPEGRYTFGASCVTACPYNY 265 

illllllllllllllllllllllllllllMIIIIIIIIIIIIIIIIIII 

Pcan057vl.aa 254 ACLHFNHSGICELHCPALVTYNTDTFESMPNPEGRyTFGASCVTACPYNY 303 
Pcan057.aa 266 LSTDVGSCTLVCPLHNQEVTAEDGTQRCEKCSKPCARVCYGLGMEHLREV 315 

llllillllllMllllllillllllllllllllllllllllliilllll 

PcanO 57 vl.aa 304 LSTDVGSCTLVCPLHNQEVTAEDGTQRCEKCSKPCARVCYGLGMEHLREV 353 
Pcan057.aa 316 RAVTSANIQEFAGCKKIFGSLAPLPESFDGDPASNTAPLQPEQLQVFETL 3 65 

IIMIMIIIIMIIMIIIMIIIIIIIIMIIIIMIIMIMIIIM 

Pcan057vl.aa 354 RAVTSANZQEFAGCKKIFGSLAFLPESFDGDPASNTAPIiQPEQLQVFETL 403 
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Figure 2 Continued 

PcaaOS? . aa 366 EEITGYLYisAWPDSLPDLSVFQNLQVIRGRILHNQAYSLTIiQGLOISWL 

. IJirirnililllMilllllJ'MiilMlirilllN^ 

PcuCSVvl.aa '404 EEITGYLYZSAWPDSZ.PDLSVFQNLQVZRORIIiHNGAYSLTLQGi;.GZSWIi 
Pcan057 .aa 416 G^feSLRELGSGIJaiHHNTHLCFVHTVPWDQLFRNPHQALLHTANRPEpE 

'iTllllllllllllllilMIIIIIIIIMIIIIIIIilMIIIIMIII 

Pcan057vl.aa 454 GLRSLRELGSGLALZKHOTHLCFVHTVPWDQLFRNPHQALLHTAMRPEDE 
PcanO 57 . aa 466 CVGEGLACHQLCARGHCWGPGPTQCVNCSQFLRGQECVEECRVLQGLPRE 

r..-r ;...,...|.,.-. 

PcanO 57 vl.aa 504 CGKTGSPVCALPZCQHTAVPRGPWQQRSWTCADCPSLCTLLDSAQLWLAW 

PcanO 57. aa 516 YVNARHCLPCHPECQPQNGSVTCPGPEADQCVACAHYKDPPFCVARCPSG 

.1 

PcanO 57 vl.aa 554 PLGMASLAGSYLPWHPSLPIiCF 

PcanO 57 . aa 566 VKPDLSYMPZWKFPDEEGACQPCPXNCTKSCVDLDDKGCPAEQRASPLTS 
PcanO 57 vl.aa 576 

PcanO 57 . aa 616 ZZSAWGZLLVWLGWFGZLZKRRQQKIRKYTMRRLLQETELVEPLTPS 
PcanO 57 vl.aa 576 

PcanO 5 7 . aa 666 GAMPNQAQMRZLKETELRKVKVLGSGAFGTVYKGZWZPDGBNVKZPVAZR 
Pcan057vl.aa 57 6 

Pcan057 . aa 716 VLRENTSPKANKEZLDEAYVMAGVGSPYVSRI-LGZCIiTSTVQLVTQLMPY 
PcanO 57 vl.aa 576 

PcanO 57 . aa 766 GCZ.LDKVRENRGRLGSQDLLNWCMQZARGMSYLEDVRLVHRDLAARNVLV 
PcanO 57 vl.aa 576 

Pcan057 . aa 816 KSPNHVKZTDFGLARLLDZDETEYHADGGKVPZKWMALESZIiRRRFTHQS 
PcanO 57 vl.aa 576 

PcanO 57 . aa 866 DVWS YGVTVWELMTFGAKPYDGZPAREXPDI.LEKGERLPQPPZCT1DVYM 
Pcam057vl.aa 576 

PcanO 57 • aa 916 XMVKCWMZDSECRPRFRELVSEFSRMARDPQRFWZQNEDLGPASPLDST 
PcanO 57vl.aa 576 

PcanO 57 . aa 966 FYRSLLEDDDMGDLVDAEEYLVPQQGFFCPDPAPGAGGMVHHRHRSSSTR 
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Figure 2 Continued . 



Pcan057vX.aa 576 . ' S'^'S 

Pcan057.aa ' 1016 SOOGDLTLGLEPSEEEAPRSPIiAPSEGAGSDVFDGbliGMGAAKGLQSLPT 1065 
Pcan057vl.aa 576 575 

Pcan057.aa 1066 HDPSPLQRYSEDPTVPLPSETDGYVAPLTCSPQPEYVNQPDVRPQPPSPR 1115 
Pcan057vl.aa 576 575 

PcanO 57 • aa 1116 EGPLPAARPAOATLERAKTLSPGKNGWKDVFAFGGAVENPBYLTPQGGA 1165 
Pcan057vl*aa 576 575 

Pcan057.aa 1166 APQPKPPPAFSPAFDNLYYWDQDPPERGAPPSTFRGTPTAENPEYLGLDV 1215 
Pcan057vl.aa 576 575 

Pcan057.aa 1216 PV 1217 
Pcan057vl.aa 576 575 
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# Aligned_sequences : -2 

# 1:. ProlOB • 
2 'i Prol77 
Matrix: EDNAFULL 
Gap jpenal ty : 100.0 
Ext end_penal ty : 0.01 



ProlOS 

Prol77 

ProlOS 

Prol77 

ProlOS 

Prol77 

ProlOS 

Prol77 

ProlOS 

Prol77 

ProlOS 

Prol77 

ProlOS 

Prol77 

ProlOS 

Prol77 

ProlOS 

Prol77 

ProlOS 

Prol77 

ProlOS 



1 gcacga 

• • • I • • 

1 gggagggataggacggggagacaaagaaaggggtgcggcagcactgccag 



51 



57 



gggaagagggtgatccgacccggggaaggtcgctgggcagggcgagttgg 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

gggaagagggtgatccgacccggggaaggtcgctgggcagggcgagttgg 



gaaagcggcagcccccgccgcccccgcagccccttctcctcctttctccc 

1 1 1 1 M 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 n 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 M I 

101 gaaagcggcagcccccgccgcccccgcagccccttctcctcctttctccc 
107 acgtcctatctgcctctcgctggaggccaggccgtgcagcatcgaagaca 

liiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

151 acgtcctatctgcctctcgctggaggccaggccgtgcagcatcgaagaca 



157 



201 



207 



gsraggaactggagcctcattggccggcccggggcgccggcctcgggctta 

IIIIIIIIIIIIIIIMIIIIMIIIIIIIIIIIIIMIIillMIIIII 

ggaggaactggagcctcattggccggcccggggcgccggcctcgggctta 



aataggagctccgggctctggctgggacccgaccgctgccggccgcgctc 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

251 aataggagctccgggctctggctgggacccgaccgctgccggccgcgctc 
257 ccgctgctcctgccgggtgatggaaaaccccagcccggccgccgccctgg 

llllllllllltlllllllllllllllllllllllMlllllllllllll 

301 ccgctgctcctgccgggtgatggaaaaccccagcccggccgccgccctgg 
307 gcaaggccctctgcgctctcctcctggccactctcggcgccgccggccag 

illllllllllllllllllllMMIIIIMIMIIIIIIillillilM 

351 gcaaggccctctgcgctctcctcctggccactctcggcgccgccggccag 



357 



401 



407 



cctcttgggggagagtccatctgttccgccagagccccggccaaatacag 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

cctcttgggggagagtccatctgttccgccagagccccggccaaatacag 



catcaccttcacgggcaagtggagccagacggccttccccaagcagtacc 

MIIIIIIIIIIMIIIIIillllilllllMMilllilllllMIIII 

451 catcaccttcacgggcaagtggagccagacggccttccccaagcagtacc 
457 ccctgttccgcccccctgcgcagtggtcttcgctgctgggggccgcgcat 

.llllllllillllllllllllllllMllllillllllllMililllM 



6 
50 
56 
100 
106 
150 
156 
200 
206 
250 
256 
300 
306 
350 
356 
400 
406 
450 
456 
500 
506 
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V- 



..Prol77 
ProlOS 
Pr6l77 

"P'rolOS 
Prol77 
ProlOS 
Prol77 
ProlOS 
Prol77 
ProlOS 
Prol77 
ProlOS 
Prol77 
ProlOS 
Prol77 
ProlOS 
Prol77 
ProlOS 
Prol77 
ProlOS 
Prol77 
ProlOS 
Prol77 
ProlOS 
Prol77 



501 ccctgttccgcccccctgcgcagtggtcttcgctgctgggggccgcgcat 
507 agctccgactacagcatgtggaggaagaaccagtacgtcagtaacgggct 

.iiriiiiiiiiiiiiji.iiiiiiiiiiiiiiiiiiiiiiii.iiiiiiiii 

.551 agctccgactacagcatgtggaggaagaaccagtacgtcagtaacgggct 



557 



601 



gcgcgactttgcggagcgcggcgaggcctgggcg'ctgatgaaggagatcg 

lllliiiiililMillililllliillilllilillllllllll.illir 

gcgcgactttgcggagcgcggcgaggcctgggcgctgatgaaggagatcg 



607 aggcggcgggggaggcgctgcagagcgtgcacgcggtgttttcggcgccc 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIII 

651 aggcggcgggggaggcgctgcagagcgtgcacgaggtgttttcggcgccc 
657 gccgtccccagcggcaccgggcagacgtcggcggagctggaggtgcagcg 

II I null I III II Mil III Ml I III Mini iiiiii I null II 

701 gccgtccccagcggcaccgggcagacgt cggcggagc tggaggtgcagcg 
707 caggcactcgctggtctcgtttgtggtgcgcatcgtgcccagccccgact 

III Ml inn nil inn iiMi I IIIIII nn II INI IIIIII II 

751 caggcactcgctggtctcgtttgtggtgcgcatcgtgcccagccccgact 
757 ggttcgtgggcgtggacagcctggacctgtgcgacggggaccgttggcgg 

iiiiMiiiiiiiiiiiiiiiniiiiiiiiiiiiiiiiiiiiiiiiiii 

SOI ggttcgtgggcgtggacagcctggacctgtgcgacggggaccgttggcgg 
S07 gaacaggcggcgctggacctgtacccctacgacgccgggacggacagcgg 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiniiiiiiiiiiiiiii 

S51 gaacaggcggcgctggacctgtacccctacgacgccgggacggacagcgg 



S57 



901 



907 



cttcaccttctcctcccccaacttcgccaccatcccgcaggacacggtga 

iiiiniiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiMiiiiiiiii 

cttcaccttctcctcccccaacttcgccaccatcccgcaggacacggtga 



ccgagataacgtcctcctctcccagccacccggccaactccttctactac 

iiiiiiiiiiiiiiiiiniiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

951 ccgagataacgtcctcctctcccagccacccggccaactcctitctactac 
957 ccgcggctgaaggccctgcctcccatcgccagggtgacactggtgcggct 

IIIIII llllllllllllllllllllllllll IIIIIIIIIIMIIII II 

1001 ccgcggctgaaggccctgcctcccatcgccagggtgacactgctgcggct 
1007 gcgacagagccccagggccttcatccctcccgccccagtcctgcccagca 

IMIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

1051 gcgacagagccccagggccttcatccctcccgccccagtcctgcccagca 
1057 gggacaatgagattgtagacagcgcct 

IIIIIIMIIIIIIIIIIIIIIIIIII 

1101 gggacaatgagattgtagacagcgcctcaggtaacggacatacaggtcac 



550 
556 
600 
606 
650 
656 
700 
706 
750 
756 
SOO 
S06 
S50 
856 
900 
906 
950 
956 
1000 
1006 
1050 
1056 
1100 
10S3 
1150 
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. JSln 

Figure 3 Continued 

ProlOS 1084 ----- — 1083 

Prol77. 1151 atgggacacacagcagccccgaaccctgccacagggcgaccaccaaaccc 1200 

PrblOS 1084 -i- ---- 1083 

Prol77 1201 gaacctaaggctctgagaaattccaagtagggattcgtagtgcgtactgc 1250 

ProlOS 1084 -- - 1083 

Prol77 1251 aagatggtgcctagaagatttaggattctgttgattcacacactgaagat 1300 

Prol08 1084 - 1083 

Prol77 1301 gtgactcttgcacattatttgcagttgaaagcatcttacagggccacagc 1350 

Prol08 1084 - 1083 

Prol77 1351 ccagaggaaagaatgaaaggaggctccagacagtacctgagagactctgt 1400 

Prol08 1084 1083 

Prol77 1401 cctgtcagacacgcacccacaggtgacctgtgtgtcacagctgacaagga 1450 

Prol08 1084 - 1083 

Prol77 1451 agcttgctaggatggccctgtgtggccaccgggtgacagctatgctgcag 1500 

ProlOd 1084 1083 

Prol77 1501 ggcacctgtgggggtctcgggacccagccaccacacagctcggggctctg 1550 

Prol08 1084 1083 

Prol77 1551 ctcacaggcgccttggcctggggcggggcaggtgctgatgagcattctcc 1600 

Prol08 1084 1083 

Prol77 1601 tagctcttccaggcacctgctggacagggcaggctgggaacgctggggcc 1650 

Prol08 1084 1083 

Prol77 1651 gagtggcagttccctccctacteagctgggtggcagccactggcctcacg 1700 

Prol08 1084 1083 

Prol77 1701 gagcgcctgtggtctggagcgcattgctgggtcgtgggtcagggcctgtt 1750 

Prol08 1084 1083 
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V ' .'. • • - . 

Prol77 1751 ggctctgggtctctgggtctcacctgatatgggtgtgggacagteagtgt 1800 

ProlOS 1084 1083 

^Prol79 1801 aggccccagacaacagcggacttcagactttcccgaggaggaactggagc 1850 

<Pr6108 1084 • r -r 1083 

Prol77 1851 ccaccaacctggccatgggccccgtcgtcctccaccctccatgttgctgg 1900 

Prol08 1084 1083 

Prol77 1901 ctggagttgaggcaggtacggggccgccGcacacctgccccccaagccat 1950 

Prol08 1084 1083 

Prol77 1951 gtggtagggacagatgtcgtcttgaggagcagcagtaattacaagcttac 2000 

Prol08 1084 - 1083 

Prol77 2001 tgtcagccgtccctggaagcaagggccaggtcaggtcagacaggaggccg 2050 

Prol08 1084 1083 

Prol77 2051 cctggctggcgggaaccactccccagacagagactgtgcccagtcctggg 2100 

ProlOS 1084 - 1083 

Prol77 2101 tccctcctcatttgggatgaactgggcctccctgtgccagcctcggtgct 2150 

Prol08 1084 - 1083 

Prol77 2151 gcccctgcccagtgcaggcttgggctcctcactcatttgtccacgcggat 2200 

ProlOS 10S4 - 1083 

Prol77 2201 gccccattccaagcagatgtccccgagccacttacccaacaggcagacgt 2250 

ProlOS 1084 - 1083 

Prol77 2251 gccagcactgttcgtggtgtgcaactggtctggcgggaagagcccctcgt 2300 

ProlOS 1084 1083 

Prol77 2301 gggcagagggtccagagaggtgcggtttgccccacatttgggggcactgg 23 50 

ProlOS 1084 1083 

Prol77 2351 gccacagtgggcaggggagcacgtggccagtgccctgggtctgccacgat 2400 
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Figure 3 Continued 

ProiOS 1084 • o--.-. • 1083 

Prol77 ' 2401 gtgggagttccaccaccacagggacttgagcggcagctccggctcttacg 2450 

l>rol08 1084 J,.--^ ---1 1083* 

Prol77 2451 tagaaacgcgcaactccagtccctaggttgtgtccgaggttgctatggtg 2500 

Prol08 1084 - 1083 

Prol77 2501 ccatcccatcttgccgctcactctgcgactgtgcggagaaacgcaagtgc 2550 

ProlOS 1084 - • 1083 

Prol77 2551 ccccgaagggtgggcgtggcctctgatgaatgcacacgttggtgggaggt 2600 

ProlOS 1084 1083 

Prol77 2601 ggcttccgtttgtacgaagcgcctcttcacgcgagcgttcacctcggtct 2650 

ProlOS 1084 -cagttccagaaacgccgctggactgcgaggtctcc 1118 



iiiiiiiiiiiiiiiiiiiiiiiiiitiiiiiiii 

Prol77 2651 cccetttgcttggtccagttccagaaacgccgctggactgegaggtctcc 2700 

ProlOS 1119 ctgtggtcgtcctggggactgtgcggaggceactgtgggaggctcgggac 1168 

llllllllllllllllllllllllllllllllllllllllllllllllll 
Prol77 2701 ctgtggtcgtcctggggactgtgcggaggccactgtgggaggctcgggac 2750 

ProlOS 1169 caagagcaggactcgctacgtccgggtccagcccgccaacaacgggagcc 1218 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

Prol77 2751 caagagcaggactcgctacgtccgggtccagcccgccaacaacgggagcc 2800 
ProlOS 1219 cctgccccgagctcgaagaagaggctgagtgcgtccctgataactgcgtc 1268 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

Prol77 2801 cctgccccgagctcgaagaagaggctgagtgcgtccctgataactgcgtc 2850 
ProlOS 1269 taagaccagagccccgcagcccctgggg-cccccggagccatggggtgtc 1317 

iiiiiiiiiiiiiiiiiiiiiiiiiiii iiiiiiiiiiiiiiiiiiiii 

Prol77 2851 taagaccagagccccgcagcccctggggccccccggagccatggggtgtc 2900 
ProlOd 1318 gggggctcctgtgcaggctcatgctgcaggcggccga-ggcacagggggt 1366 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii iiiiiiiiiiii 

Prol77 2901 gggggctcctgtgcaggctcatgctgcaggcggccgagggcacagggggt 2950 



ProlOS 



Prol77 



1367 ttcgcgctgctcctgaccgcggtgaggccgcgccgaccatctctgcactg 

iiiiiiiiiiiiiiiiiiiiiiiiiiitiiiiiiiiiiiiiiiiiiiiii 

2951 ttcgcgctgctcctgaccgcggtgaggccgcgccgaccatctctgcactg 



1416 
3000 
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Figure 3 Continued 



PCT/US2004/011104 



ProlOS 
Prol77 
Pro 10 8 



1417 aagggccctc'fggtggccggcacgggcattgggaaacagcctcctccttt 2.466 

. llll.11IIIHIlllliniNLIIIMfril + l-irilMII1ll!llll. 

3001 aagggccc tctggtggccggcacgggcattgggaaacagcctcc tcct tt 3050 



1467 cccaaccttgcttcttaggggcccccgtgtcccgtctgctctcagcctcc 1516 

iiiiiiiiiiiiiiiiiiiiriiiiiiiiiriiiiiiiiiiiiiiiiiii 

Prol77 3051 cccaaccttgctt.cttaggggcccccgtgtcccgtetgctctcagcctcc 3100 



ProlOS 1517 tcctcctgcaggataaagtcatccccaaggctccagctactctaaattat 156 6 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

Prol77 3101 tcctcctgcaggataaagtcatccccaaggctccagctactctaaattat 3150 
ProlOS 1567 ggtctccttataagttattgctgctccaggagattgtccttcatcgtcca 1616 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

Prol77 3151 -gtctccttataagttattgctgctccaggagattgtccttcatcgtcca 3199 
ProlOS 1617 ggggcctggctcccacgtggttgcagatacctcagacctggtgctctagg 1666 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 

Prol77 3200 ggggcctggctcccacgtggttgcagatacctcagacctggtgctctagg 3249 
ProlOS 1667 ctgtgctgagcccactctcccgagggcgcatccaagcgggggccacttga 1716 

i 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 H 

Prol77 3250 ctgtgctgagcccactctcccgagggcgcatccaagcgggggccacttga 3299 
ProlOS 1717 gaagtgaataaatggggcggtttcggaagcgtcagtgtttccatgttatg 1766 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII1IIIIIIIIIIMIIIII 

Prol77 3300 gaagtgaataaatggggcggtttcggaagcgtcagtgtttccatgttatg 3349 
ProlOS 1767 gatctctctgcgtttgaataaagactatctctgttgctcac 1S07 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiitiiiii- 

Prol77 3350 gatctctctgcgtttgaataaagactatctctgttgctcaaaaa 3393 
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Figure 4 



Aligned_seq[uezices : 2 

# 1: PROlOS.aa 

# 2: PR0177,aa 

# Matrix: EBLOSnM62 

# Gap_penalty: 100.0 

# £xtend_penalty : O.oi 

.l^ssBaaasssassBaBBaasssssss 



PRO108 .aa 
PR0177.aa 
PROlOS.aa 
PR0177.aa 
PROlOS.aa 
PR0177 .aa 
PROlOS.aa 
PR0177.aa 
PROlOS.aa 
PR0177.aa 
PROIOS . aa 
PR0177.aa 



1 MENPSPAAALGKALCALIiIiATLGAAGQPLGGESlCSARAPAKYSITPTGK 

llllllMIIIIIMIIIIIIIIIMIIiMIIIMIIIIIIMMIlll 

1 MENPSPAAALGKALCALLLATLGAAGQPLGGES ICS ARAPAKYSITPTGK 
51 WSQTAFPKQYPLFRPPAQWSSLLGAAHSSDYSMWRKNQYVSNGLRDPAER 

IIIIMIIMIIIIIIIIilLlilllllllilllMllilllllllMII 

51 WSQTAFPKQYPLFRPPAQWSSLLGAAHSSDYSMWRKMQYVSNGLRDFAER 



101 



101 



GEAWALMKEIEAAGEALQSVHAVPSAPAVPSGTGQTSAELEVQRRHSLVS 

II I Mill I III I II I MM hi II III Mill IIMIIIIII III II II 

GEAWALMKEIEAAGEALQSVHEVFSAPAVPSGTGQTSAELEVQRRHSLVS 



151 FWRIVPSPDWFVGVDSLDIiCDGDRWREQAALDLYPYDAGTDSGFTFSSP 

llllllllllllllllllllllllllllilllilllllllllllllltll 

151 FWRIVPSPDWPVGVDSLDLCDGDRWREQAALDLYPYDAGTDSGFTPSSP 
201 NFATIPQDTVTEITSSSPSHPANSPYYPRLKALPPIARVTLVRLRQSPRA 

Mllllllllll IIIIIIMIIIII lIMilllMlllllhllllMII 

201 NF AT I PQDTVTE I TS S S P SHPANS F YYPRLKALP P I ARVTLLRLRQSPRA 
251 FIPPAPVLPSRDNEIVDSASVPETPLDCEVSLWSSWGLCGGHCGRLGTKS 

MMMMIIMIMIMM I-- 

251 FIPPAPVLP SRDNEI VDSASGNGHTGHMGHTAAPNPATGRPPNPNLRL 



50 
50 
100 
100 
150 
150 
200 
200 
250 
250 
300 
29S 



PROlOS.aa 301 RTRYVRVQPANNGSPCPELEEEAECVPDNCV 331 
PR0177.aa 299 29S 
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^Figures 

. # Aligned_sequenc©s: 2 • ' . , 

# Is PROlOS.aa ^ \ 

PROX77.orf ^ * 

' # 'Matrix: EBLOSUM62 ' j " 

'# Gapjenalty : 100.0 

# £xtend_penalty: 0.01 

PROlOS.aa 1 0 
PR0177.orf 1 RCDSCTLPAVESILQGHSPBERMKGGSRQYLRDSVLSDTHPQVTCVSQLT 50 

PROlOS.aa 1 ^ 
PR0177.orf 51 RKLARMALCGHRVTAMLQGTCGGLGTQPPHSSGLCSQAPWPGAGQVLMSI 100 

PROlOS.aa 1 ^ 
PR0177.orf 101 LLALPGTCWTGQAGNAGAEWQFPPYSAGWQPLASRSACGLERIAGSWVRA 150 

PROlOS.aa 1 0 
PR0177.orf 151 CWLWVSGSHLIWVWDSQCRPQTTADPRLSRGGTGAHQPGHGPRRPPPSML 200 

PROlOS.aa 1 ^ 
PR0177.orf 201 LAGVEAOTQPPHTCPPSHWGTDWLRSSSNYKLTVSRPWKQGPGQVRQE 250 

PROlOS.aa 1 0 

PR0177.orf 251 AAWLAGTTPQTETVPSPGSLLIWDELGLPVPASVLPLPSAGLGSSLICPR 300 

PROlOS.aa . 1 0 

PR0177.orf 301 GCPIPSRCPRATYPTGRRASTVRGVQLVWREEPLVGRGSREVRFAPHLGA 350 

PROlOS.aa 1 ^ 

PR017 7 . or f 351 LGHSGQGSTWPVPWVCHDVGVPPPQGIjERQI-RLIiRRNAQLQSLGCVRGCY 400 

PROlOS.aa 1 MEN 3 

PR0177.orf 401 GAIPSCRSLCDCAEKRKCPRRVGVASDECTRWWEVASVCTKRLPTRAFTS 450 

PROlOS.aa 4 PSPAAALGKALCALLLATLGAAGQPLGGESICSARAPAKYSXTFTGKWSQ 53 
.||.. 

PR0177.orf 451 VSPLL 455 

PROlOS.aa 54 TAFPRQYPLFRPPAQWSSLIiGAAHSSDYSMWRKNQYVSNGLRDFAERGEA 103 
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Figure 5 Continued 



PROlOS.aa 54 TAFPKQYPLFRPPAQWSSLLGAAHSSDYSMWRKNQYVSN6LRDFAERGEA 103 

PR0177.orf 456 .-l--- 4S5 

PROlOS.aa 104 WALMKEIEAAGEALQSVHAVFSAPJlVPSGTGQTSAELEVgRRHSLVSFVV 153 

PR0177.orf 456 - 455 

PROlOS.aa 154 RIVPSPDWFVGVDSLDLCDGDRWREQAALDLYPYDAGTDSGFTFSSPNFA 203 

PR0177.orf 456 - - 455 

PROlOS.aa 204. TIPQDTVTEITSSSPSHPANSFYYPRLKALPPXARVTIiVRLRQSPRAFXP 253 

PR0177.orf 456 - 455 

PROlOS.aa 254 PAPVLPSRDNEIVDSASVPETPLDCEVSLWSSWGLCGGHCGRLGTKSRTR 303 

*-lllllllllllllllllllllllllllllllll 

PR0177.orf 456 GPVPETPLDCEVSLWSSWGLCGGHCGRLGTKSRTR 490 

PROlOS.aa 304 YVRVQPANNGSPCPELEEEAECVPDNCV 331 

llllllllllllllllllllllllllll 
PR0177.or£ 491 YVRVQPANNGSPCPELEEEAECVPDNCV 5 IS 



